In a time of explosive increase of genomic information, there is a need for improved DNA literacy. Despite the availability of computer programs to evaluate DNA and RNA sequences, the human eye can still play a vital role in sequence analysis for patterns and motifs. We describe a set of fonts that represent DNA sequences in an intuitive manner, suitable for teaching and for visual inspection of strand complementarity, conserved motifs, and oligonucleotide probes. Similar notations to aid visual inspection of nucleic acid sequences have been described earlier (1-3), but they typically require dedicated software in order to operate, thereby reducing their simplicity. The fonts we have developed represent nucleotides in a manner similar to musical notes, with each nucleotide extending to one of four levels (see Figure 1 ). Gs are placed on top, followed by As and Ts, with Cs at the lowest level. The two nucleotides that form base pairs via three hydrogen bonds, G and C, occupy the extreme positions, while A and T, held together by two hydrogen bonds, take up the innermost two. Consecutive nucleotides are connected by an arrow at the top level in all positions, displaying the 5′ to 3′ orientation. This GATC font is designed so that complementary sequences exhibit a precise fit, and a variant CTAG font is also provided to represent the complement of a selected sequence. The fonts have proven useful in our own work on DNA probe assays [e.g., involving padlock (4), selector (5), and proximity (6) 
